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Exploration of Treatment-Associated Biomarkers and Development of an Efficacy
Prediction System for p53-armed Oncolytic Viruses
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In this study, we validated the c%totoxic activity of 0BP-702, 0BP-301, and
Ad-p53 against various cancer cell lines. We calculated the 50% inhibitory concentration and
conducted comprehensive analyses based on this data to search for biomarkers of OBP-702. We divided
the anti-tumor mechanism of OBP-702 into elements such as "viral infection,” "viral replication,”
and "p53," and examined factors such as "CAR,"™ "Ki67," and "p53 gene mutations" that were associated
with the anti-tumor effect of OBP-702. We regarded these three factors as biomarkers and
constructed a scoring system to predict the therapeutic effect of 0BP-702, confirming its
correlation with the therapeutic effect in vitro.
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We used 46 cancer cell lines from various organs
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l Validation

/. OBP-702 shows better antitumor effect and correlates with the effects of other viruses.
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Hll. Ki67 expression and p53 status can be predictors of OBP -702 effect.
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V. A scoring system was the most suitable evaluation system.
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V. The scoring system makes it possible to predict the effect of OBP -702.
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