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Th$ development of a novel biomarker to early detect high grade serous carcinoma
of ovary.
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Our current research focused on identifying highly elevated circular RNAs

(circRNA)s in high grade serous carcinoma of ovary (HGSOC) and elucidating their roles. CircRNA
microarray analysis were performed using two HGSOC clinical samples. Their expression profiles were
validated across 24 clinical HGSOC samples. To assess the functions of identified circRNAs in HGSOC,

in-vitro analyses were executed following siRNA transfection. Further, proteosome analyses were
performed and the mechanism how this circRNA works was identified.
CirckESRP1 was identified as the most highly expressed circRNA. Significant upregulation was seen
across HGSOC clinical samples and cell lines. Its suppression resulted in the inhibition of cell
proliferation followed by apoptosis. Proteosome analyses revealed the suppression of circESRP1
inhibited CDK1 expression in cell lines, and in silico analyses showed circESRP1 works as a sponge
of mir-182-5p, and thereby this miRNA negatively regulates CDK1 expression.
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CirceSRP1 promotes cell proliferation of high-grade serous ovarian cancers HGSOC via miR-142-3p/HMGA2 pathway
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