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Search for therapeutic target molecules based on functional RNA analysis of oral
cancer patient-derived and cancer-associated fibroblasts.
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Oral squamous cell carcinoma (0SCC) is a solid tumor and the stromal tissue
contains a high proportion of cancer-associated fibroblasts (CAFs). CAFs modify cancer properties
and drug sensitivity, creating a microenvironment favorable for cancer progression. In this study,
we successfully isolated CAFs and normal fibroblasts (NFs) from OSCC surgical specimens and used RNA

next-generation sequencing analysis to identify microRNAs that are specifically expressed in
0SCC-CAFs and may be deeply involved in 0SCC malignant acquisition.
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