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Analysis of gene-trap mouse lines disrupting long intergenic non-coding RNA genes.
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Many numbers of large intergenic non-coding RNAs (lincRNAs) has been reported,
however, in vivo functions of lincRNAs have remained unclear. We have performed gene-trap insertional
mutagenesis in mouse ES cells and isolated 1,067 trap lines. Among them, 33 clones have the trap vector
integrated into lincRNA genes. We selected 13 clones and established the mouse lines. This study intended
to analyze the function of lincRNAs in vivo using the gene-trap mice. We analyzed the expression patterns
during development and adult mouse tissues by X-gal staining.Twelve trap lines have stained positively in
various tissues,and many of lincRNAs were expressed in the brain. We produced homozygous mice through
heterozygous intercrossing, and observed whether the homozygotes were born in the expected Mendelian
ratio and whether they can survive until weaning. Although 12 trap lines have no apparent abnormalities,
one line showed low birth rate of homozygotes suggesting abnormal development.
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