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Beve!opment of non-invasive protein drug delivery system across the blood-brain
arrier
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We have developed new technologies of directed evolution to engineer functional
peptide motifs that interact with membrane proteins expressed on the blood-brain barrier (BBB), aiming at
establishing non-invasive protein drug delivery to the central nervous system. Using an in vitro BBB
model, we performed repetitive selection and amplification of random peptide libraries and obtained
peptide motif candidates that characteristically interact with the plasma membranes of brain-derived
microvascular endothelial cells.
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