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Thermodynamics of Multiple Molecular Recognition by Intrinsically Disordered Protein
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Proteins produced in biological systems assume well-defined structures to obta
in their unique functions. However, there are many intrinsically disordered proteins (IDPs) which are unab
le to form specific structures by themselves in genomic sequences. IDPs form well-ordered structures upon
binding to their specific ligands.

EspB, an IDP pathogens from enterohae

Here, we analysed physicochemical mechanism of ligand binding b
morrhagic E. coli. We found that EspB binds to alpha-catenin through the unstable alpha-helical regions fo

rmed around G41-E70 in a manner of "Conformational Selection".
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