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Pex3p, Pex19p and Pex5p, Pex14p are essential for the biogenesis of peroxisome. Pu
tative Pex3p binding protein is suggested to regulate insertion of peroxisomal membrane proteins into the
peroxisome. To identify the binding protein, we established yeast two-hybrid system using human cDNA libra
ry and found ten putative proteins.

Trypanosome has glycosome that resembles to human peroxisome. Impaired biogenesis of glycosome is kno
wn to show fatal effect for trypanosome. As an application of the knowledge about biogenesis of peroxisome
, we tried to develop the therapeutic compounds for trypanosomiasis. We established a high thoughput scree
ning system to identify chemical compounds that inhibit the interaction between Pex5p and Pex14p. Using th
is screening system, we started to screen chemical libraries to find effective compounds.
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