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Identification and characterization of target genes for the language-related human a
nd chimpanzee FOXP2
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Mutations of the FOXP2 gene have been reported in families of specific language im
pairment in human. Two amino acid changes occurred in the FOXP2 genes during evolution from primate lineag
es to human being. Thus, the FOXP2 have been focused as an attractive gene to elucidate molecular mechanis
ms of language development.

We have previousl¥ performed a screening to isolate the associated genes with FOXP2 over exogenous express
ion in hek293 cell, using micro array techniques.

We performed again statistical comparisons for the data using 2way ANOVA. In this screening, positive gene
s were only 2 genes affected by Tg Human FOXP2, 31 genes by Tg Human FOXP2 isoform, and 6 genes by Tg chim
panzee FOXP2. The neuroblastoma cell lines with each randomly stable integrated Tg FOXP2 were generated. T
he common feature of the gene expression affected exogenous Tg in both hek293 and neuroblastoma cell were
observed in several genes. These genes were associated with extracellular matrix and glia cell.
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