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Impact of genomic alterations on the clinical outcome of systemic chemotherapy for p
atients with gastrointestinal cancer
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FOLFOX (folic acid, 5-FU and oxaliplatin) therapy is widely used to treat patients
with metastatic colorectal cancer. This study was conducted to elucidate the impact of gains or losses at
specific regions of chromosomes on the outcome of FOLFOX therapy. DNA copy changes were analyzed on the g

enomic DNA extracted from tumor and non-tumor tissues obtained at the time of surgery who had synchronous

liver metastases using single nucleotide polymorphism array. Tumors with retained long arm of chromosome 8
and lost long arm of chromosome 18 showed poorer survival. Tumors with 10 or more aberrant chromosomes al
sohshowed poor survival. In conclusion, patients with complex chromosomes showed poor outcome after FOLFOX
therapy.
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