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Identification of SNPs associated with radiation induced BOOP

Isomura, Minoru
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Objective of this study is to identify genes and/or genetic polymorphism associate
d with the BOOP (bronchiolitis obliterans organizing pneumonia) that occurs after radiation therapy of the
breast cancer, and aims to elucidate the mechanism of BOOP as an adverse effect of irradiation therapy. M
edical histories of 1,225 patients who received radiation therapy of breast cancer, were investigated. Amo
ng them, 16 patients (1.6%) developed BOOP. To narrow down candidate genes for BOOP, genome wide associati
on study was performed using patient®s DNA who developed dermatitis after radiation therapy. Approximately
1 million SNP were genotyped. As a result, 8 SNPs and 29 SNPs showed strong association with radiation de
rmatitis with p value less than 1x10-5 or 1x10-4, respectively. These results suggested that these SNP was
related to adverse effects of radiation therapy, including BOOP.
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SNP rs ID Chr Position p-value
symble
rs4949310 1 31,079,073 4.2241E-05 LAPTM5
rs3923872 1 31,082,304 4.2241E-05 LAPTM5
rs4551635 1 31,084,005 4.2241E-05 LAPTM5
rs4845351 1 151,763,335 2.67853E-05  S100A7
rs4669564 2 10,339,793  7.37736E-07 HPCAL1
rs12468708 2 58,740,543  9.09421E-05  FLJ30838
rs4832135 2 85,187,487  4.74329E-05 TCF7L1
rs2583554 2 85,210,844 5.37459E-05 TCF7L1



rs6543512 2 239,712,005  4.40839E-05

rs3791542 2 239,768,892  8.56155E-05
rs6437511 3 105,544,612  2.95413E-05
rs6448334 4 24,752,329  5.66982E-06
rs1553153 4 24,758,063  5.66982E-06
rs6838393 4 24,783,349  5.66982E-06
rs4459977 4 24,794,657  5.66982E-06
rs10517063 4 24,824,186  1.95683E-06
rs12649921 4 24,895,011  1.68143E-06
rs3109908 4 55,318,559  4.29502E-05
rs10213491 4 55,318,816  3.90031E-05
rs419783 4 108,195,469  8.35104E-05
rs1400923 4 138,128,655 4.3315E-05
rs9312579 4 176,430,714  4.29071E-05
rs11746672 5 177,833,371  5.59883E-05
rs2095771 6 46,012,610  7.04817E-06
rs3777585 6 46,026,947  1.90674E-05
rs2354951 7 11,635,194  3.21274E-05
rs4444157 12 7,914,482  6.80794E-05
rs7485706 12 118,340,898  9.40577E-05

rs10849660 12 118,341,796  9.40577E-05

rs2896439 14 101,876,044  8.46091E-05

rs1036460 15 32,790,690  5.89039E-05

rs11632450 15 32,793,952  5.89039E-05

rs11854975 15 73,150,929  1.02677E-05

rs4886655 15 73,172,621  1.02677E-05
rs8064939 17 11,179,760  2.38355E-05
rs6071174 20 36,769,955  1.88907E-05
rs17333626 X 95,667,758  4.22985E-05
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