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Gene expression analysis on chromosome 17g25.1 in esophageal squamous cell carcinoma
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Tylosis is an autosomal dominant skin disorder that is associated with the early o
nset of esophageal squamous cell carcinoma (ESCC) in several families.The tylosis esophageal cancer (TOC)
gene locus has been mapped to chromosome 17925.1 using linkage analyses of pedigrees of such families. Thi
s region is also frequently lost in sporadic ESCC. Therefore, genes involved in the development of esophag
eal cancer may exist in the TOC region on 17925.1. Among many genes in the region, significant downregulat
ion of ST6GALNAC1 expression in esophageal cancer tissues was confirmed. Frequent mutation, loss of hetero
zygosity, and hypermethylation in ST6GALNAC1 gene were observed. Our results suggest that downregulation o
f ST6GALNAC1 via hypermethylation and LOH are associated with the development of ESCC.
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