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The present study aimed to examine the feasibility of detecting vimentin (VIM)
methylation in the serum of patients with colorectal cancer (CRC) and to determine the effectiveness of a
relativelg simple, inexpensive, and noninvasive test performed in combination with the conventional
carcinoembryonic antigen analysis. Patients and Methods VIM methylation in the serum DNA of 242
patients with CRC was measured by a quantitative methylation-specific polymerase chain reaction. Results:
A significantly higher positive rate was obtained for VIM methylation than for carcinoembryonic antigen
or carbohydrate antigen 19-9 in stage 0, I, and Il patients. The combination of all three markers yielded
similar sensitivity for patients with disease of stage 0: 57.1%, I: 36.1%, Il1: 45.2%, and 111: 55.4%,
whereas the sensitivity reached 85.7% for patients with stage IV disease. Conclusion: VIM methylation of
serum DNA may be a useful marker for early detection of CRC.



Quantitative

MACC1

methylation-specific
polymerase chain reaction(gMSP)

Res30(9):3441-4, 2010

Res30:2689-2692,

2010)

Anticancer
(Anticancer

Anticancer Res31: 777-780,2011

(Anticancer Res29:279-282,
2009) Anticancer Res29:2227-2229,
Anticancer Res31:1289-91,

2009
2011

Wei-Dong Chen

65%

2005

DUKE
Vimentin Methylation as a Marker
for  Advanced  Colorectal Carcinoma.
Anticancer Res29:279-282, 2009

Detection of vimentin  methylation in the
serum of colorectal cancer patients. Anticancer
Res30:5015-5018, 2010

242
25
32.6% I
28.8% I 35.1% \Y]
32.7% CEA,CA19-9 combination
I 36.1%,
I 45.2%, I 55.4%,
IV  85.7% 1 1

ROC  (AUC = 0579
(95%Cl: 0.50-0.659)
32.2% 100%

2 8th International Symposium on
Minimal Residual Cancer. Detection of
vimentin methylation in the serum of patients
with colorectal cancer.

25
ROC

ROC

ROC



Detection of vimentin methylation in the

serum of patients with gastric
cancer.Anticancer Res32:791-794, 2012 71
21
33.8% Il 18.8%
I 24% IV  61.5%
CEA CA19-9 combination 59.2%
I 43.8%
I 60% IV  76.9%
1)
Stage0(n="7) StageI(n=36) StageIl (n=73) StageIll(n="74) StageIV(n=49) total (n=239)
CEA 14.3% 5.6% 17.8% 36.5% 73.5% 33.1%
CA19-9 0.0% 0.0% 11.0% 122% 40.8% 155%
VIM methylation 571% 30.6% 28.8% 351% 32.7% 32.6%
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