WL F-19 R 2

N H |

HFEHREBEBRER (FNHREAEZBIRE) FRRRBES

Rk 25 45 5 A 13 HBIfE

HEES: 12102
MEIER  PKERMIEASFIER
THZEHARS - 2011~2012
SEREES - 23650611
MZRREEL (FIN) F7UFEUARNAICKDHEICHRT HHMEMEDRAREE T —5— A
1 FABE~DA
HEiEER (EX) New method of differential diagonosis and tailor— made treatment
for hepatocellular carcinoma by antisense RNA
MERERSE
AN {E5A (OHKOHCHI NOBUHIRO)
RERE - BEREERR - HiF
HEEEHES : 40213673

WFFERR AR OB (FS0) - PRI OB R 7RI L TR a v v P A2 5T 7220,
AR TIET o F B ARNAICHER L, il o' X /7 > F & 2 X RNA OHEHERIfEHT
ATV, FEIER I O CRBALICAEEZDH LT F R ARNA ZFRE L, 612, C
TURFR 7 1 v ARG PERT e 2 6f SRAZFEM R oA 2D . 77 2 F 2 2 X RNA DFEBLUTREES - IF
O CHRBELICHEEZDH D Z L. KO EDOIBR CHLRIUCHAREEZDOH D Z &
HER LT,

WFFeR R oM % (3£30) : The molecular mechanisms of hepatocellular carcinoma (HCC)
initiation remain mclear. Recent reports have demonstrated that natural antisense
transcripts with complementary sequences to messenger RNA have important functions
such as the stabilization and silencing of mRNA. We innestigated the regulation of natural
antisense transcripts (NATSs) in human HCC for their possible involvement in HCC
development. We identified as up- and down-regulated in HCC tissues, compared to
non-cancerous liver tissue. We also focused on HCV-associated HCCs and evaluated.
Differential expression of antisense transcripts was observed between HCC and
non-cancerous tissue. The sense and antisense expression profiles were analyzed with
regard to histological faindings of HCC. We clarifeid different expression of NATs among the
histological faindings of HCC.
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