BXF-19 5f¢ Hg

N H |

HFEHREBERER (FINHREAEZBIEE) FRRRBES

Rk 25 4 5 A 31 HEUE

HEIES : 14301

MRIER : BREMEBEFHE

BFZREARE - 2011~2012

AREES : 23657073

MARRER (X)) EBEAF VNNV EIZHEITHRERFHEILETIREREEDRFE

HZEiRRER (FEX) Research and development toward the determination for the redox state
of individual metal atoms in proteins
HEREKRE

TEH—E (TAKEDA KAZUKI)

R#MKE - KERELHER - B0

MEEHES : 30332290

WFERR OBEEE (F130) : 4Fe-4S B DOEkA A7 7 T A5 — & F5 O A G H R O & A gk A
FU LRI EE 2Fe2S BUDERA A 7 T A ¥ — %Ki Rieske # L /37 BT O T HLE R X
MBI ER 2 WO S EFSERTFLT—0 XBEFA L TBZ AWV, BT —4 128
ENDRESENRNLWINAY bV ESBFT 2 &ICHER L TRLE CREZRET D
FEZOW TR Z{T 5 72,

WFZERC RO EE (F30) : Research and development toward the determination for the redox
states of individual metal atoms in proteins from X-ray diffraction data sets collected
near the absorption edges of the metals were performed by using the high—potential iron

sulfur protein having the 4Fe-4S cluster and the Rieske protein having the 2Fe—-2S cluster.
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