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e R OBEE (3530) @ The present study was aimed to establish an experimental model
system for predicting evolution of malaria parasites using a highly mutagenic Plasmodium
berghei (mutator malaria parasite), which has defective proof reading activity of the parasite
DNA polymerase 6. Genome-wide sequence analysis of spontaneous mutations in the mutator
parasite, after passages in mice over two years, revealed that mutation rate in the mutator was
75 to 100 times higher than that of control. Further, results of sulfadoxine-resistance tests
suggest that the mutator system can be a novel innovative research tool, which enables us to
predict drug resistance of malaria parasites.
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