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Euncgional analysis of the gene related with the flavonoid metabolism in grape
erries
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Flavonoids have received much attention for their potential contribution to
human health. We performed the detailed analysis of the composition of each flavonoid as well as
comprehensive gene expression analysis in the grape berries cultured in various environment. Genes which
were coordinately expressed with proanthocyanidin (PA) accumulation under different light conditions, and
a new PA regulator, VWMYBPAR, was identified. PA-specific regulation of VVMYBPAR was confirmed by
VVMYBPAR constitutive expression in Arabidopsis and Grapevine as well as transient reporter assay using
grapevine cells. VWMYBPAR showed a unique spatiotemporal expression during berry development as well as
responce to environmental stimuli, in contrast to already identified PA regulators, suggesting the
regulation of different PA-specific branch genes. This new factor suggested the polygenic regulation of
PA biosynthesis in grapes by closely related MYB transcription factors.
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Dual-luciferase reporter assay system
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2 GACA 104,517 23,725 8,084
7 GACT 223284 47444 15,427
9 TCCA 249,251 49,244 16,328
2 GCGG 85312 23520 7,699
7 GACG 106,290 18,338 5,882
9 GCCC 329,399 42485 15,282
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