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Technological research and applied analysis of genomic instability
in tumor-susceptible individuals
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The inverse PCR method targeting the long terminal repeat (LTR) region conserved among human
endogenous retroviruses (HERVS) was performed to assess genomic instability in tumor-susceptible
individuals. As a result, two novel insertional polymorphisms of solo LTR were identified. Interestingly,
one of the two insertional polymorphisms, located on chromosome 1p13.2, was involved with the
susceptibility to lung adenocarcinoma of female never-smokers in an age-dependent manner. Further
study of epigenetic effects on the LTR region will be necessary.
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Neversmoking PP+PL 0139 nd 5139 nd
L 012 nd 0112 nd
Smoking PP+PL 51/264 1.00 (referent) 581264 1.00 (referent)
L 13/68 0.99(0.51-1.92) 12/68 0.80(0.41-1.58)
19912
Neversmoking PP+PL 0/42 nd 5/42 nd
L 09 nd. 09 nd.
Smoking PP+PL 501265 1.00 (referent) 49/265 1.00 (referent)
L 14167 1.11(058-2.12) 21167 1.70(0.95-3.02)
Women  1p13.2
Neversmoking PP+PL 01149 nd 48/149 1.00 (referent)
L 1730 nd 19/30 1.97(1.02-3.81)
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#P, preinsertion: L solo LTR

*Number of cases/controls.

1OR, odds ratio; Cl, confidence interval. age 2 60 years; the west area of Shizucka Prefecture; n.d., not
determined.
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Age Genotype# N*
Overall PP+PL 103/204 reference

LL 22/44 0.99 (0.56-1.74)
<60 PP+PL 50/85 reference

LL 4/23 0.31(0.11-0.94)
>60 PP+PL 53/119 reference

LL 18/21 2.03 (0.96-4.29)

#P, preinsertion; L, solo LTR.

*“Number of cases/controls

1OR, odds ratio; Cl, confidence interval; adjusted for age; female never
smokers in Aichi Prefecture
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