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The role of histone modifications in the function and
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In this study, we analyzed the mechanisms regulating histone modifications in the
function and differentiation in CD8 T cells. We compared histone modifications and gene
expressions by the genome-wide analyses in activated CD8 T cells. Both H3K4me3 and
H3K9ac were positively correlated with gene expressions. The change in histone
modifications in effector molecules after stimulation were associated with the effector
function in CD8 T cells. Some histone methyltransferases and histone demethylases were
upregluated and others were downregulated in CD8 T cells after stimulation. They were
suggested to be associated with the change in histone methylation in activated CD8 T cells.
Together, the dynamic changes in histone methylation were supposed to regulate gene
expressions in the function and differentiation in CD8 T cells.
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