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Search for drugs targeted against the LYAR cell growth factor
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The cancer cells can grow indefinitely and quickly by increasing the efficiency
of ribosome biogenesis that use the 60-80% of the energy and substances for which the cells are required.
By inhibiting the action of a factor that increases the efficiency of the ribosome biogenesis in cancer
cells, it is expected to suppress the proliferation of cancer cells. This study, based on the finding
that LYAR is a such factor, has attempted to develop methods of screening for compounds that inhibit the
action of LYAR. By analyzing the molecular mechanisms by which LYAR promote ribosome biogenesis, we
identified a new factor that bind to LYAR without any co-factor between them. Unexpectedly, BRD4 was not
the one that bind to directly to LYAR. It has become possible to develop a screening system of a new
cancer treatment drugs based on the results.
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