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Pathogenic bacteria such as Shigella, EPEC, and Salmonella deliver a variety of
virulence factors, called effectors, into host cells via the type Il secretion system. These effectors
mimic or hijack host proteins and modulate host signaling pathways to promote bacterial infection. Ospl,
a Shigella flexneri effector, is a glutamine deamidase that selectively deamidates the glutamine residue
at position 100 in Ubcl3 to a glutamic acid residue. This modification inhibits the E2 ubiquitin
conjugating activity, which is required for TRAF6 activation. To elucidate the molecular mechanisms of
Ospl, we determined the crystal structures of Ospl mutant and its complex with Ubcl3. These structures
provide the substrate recognition and catalytic mechanism.
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