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To elucidate a pathogenic role of epigenetic changes in the kidney in vivo, we
tried to optimize experimental conditions to perform ChlP-seq of organs. We attempted to perform PAT-ChIP
utilizing laser capture microdissection. However, we could not obtain RNA with the quality high enough
for ChIP analysis. We finally decided to perform ChIP of the whole kidney with expectation that the
results should reflect change of the tubules, which comprise most of the kidney. We employed a kidney
fibrosis model that develops long after transient acute kidney injury by ischemia/reperfusion. We found
that fibrotic conditions alter by treatment of compounds that regulate histone modifications.
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