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Effects of lipids on the function of thymic epithelial cells
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In the present study, we examined the effect of fatty acids and function of fatty
acid-binding protein 5 (FABP5) in thymopoiesis, morphology and proliferation/differentiation of thymic
epithelial cells through the comparison of wild-type (WT) and FABP5-knock out (KO) mice. We found that
long chain-polyunsaturated fatty acids (LC-PUFAs) and rerinoic acid (RA) promotes proliferation of
cultured thymic epithelial cells via FABP5 rather than the specific function of thymic epithelial cells

which regulates differentiation of thymocytes.
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