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Identification of drug resistance-related proteins in pancreatic cancer by SILAC
quantitative proteomic approach.
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In this study, we employed a quantitative proteomics approach using stable
isotope labeling with amino acids in cell culture (SILAC) followed by mass spectrometry to quantify
changes in protein levels between gemcitabine resistant and sensitive pancreatic cancer cells. Proteins
were extracted with cell fractionation and difference of solubilization. 344 (cell fractionation) and 118
(difference of solubilization) proteins were shown more than 2-fold change between the resistant and
sensitive cell lines. Expression ratio of 40 proteins were confirmed by WB. 35 proteins were indicated

more than 2-fold change by secretome analysis.
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