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A study on dynamic ﬁhase evaluation of the Microcystis in the eutrophic lake Lake
Kasumigaura using the rRNA/rDNA ratio
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16S rRNA and the 16S rDNA density of M. aeruginosa in environment was measured
exactly. It was correlative between the rRNA/rDNA ratio and the specific growth rate of M.aeruginosa. In
addition, the bloom by summer M.aeruginsoa was caused by the accumulation to the surface and spatial
movement of the cell.
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