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Structure and function of bacterial lipid domains
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To clarify the structure and function of bacterial lipid domains, we have adopted
following two approaches. i) To elucidate the mechanism of formation of cardiolipin domain in Bacillus
subtilis cells, the function of C-terminal o -helices of cardiolipin synthase is examined for septal
membrane localization by fluorescence microscopy and Western blotting using GFP-CIsA fusion proteins. The
enzyme is shown to be septally localized by means of its C-terminal o -helices, indicating that the
C-terminal a -helices of the enzyme have a function of membrane targeting. ii) B. subtilis MinD is
examined for septal localization in _minJ mutant cells and is shown to be septally localized by means of
the membrane targeting sequence at its C-terminus. This indicates that a correction in the current model
of the sequential interaction for MinD binding to septal membranes is required.
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Diffusion and capture on the septal membrane
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Lateral diffusion of a protein on eukaryote membranes is ca.
0.3 um? /sec Jacobson et al. (1987) cited in Rudner et al. (2002)
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