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Biochemical and genetic analysis of the methylation-promoting factor for the RsmG
methyltransferase
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Bacterial rRNAs have many modified nucleotides. Among them, a 7-methylguanosine
(m7G) modification in 16S rRNA is highly conserved among eubacteria. This m7G modification is catalyzed
by the RsmG methyltransferase. In Escherichia coli, the methylation reaction catalyzed by RsmG is
significantly promoted by an unknown protein factor. Here, we conducted biochemical and genetic analyses
of this methylation-promoting factor. We have identified the Tas protein as a candidate.
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BACSU, Bacillus subtilis 168; THETH,
Thermus thermophilus HB27; ECOLI,
Escherichia coli W3110; HAEIN,
Haemophilus influenzae Rd; STRCO,
Streptomyces coelicolor A3(2); MYCTU,
Mycobacterium tuberculosis H37Rv;
MYCPN, Mycoplasma pneumoniae M129
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amplification of GI-VI1I-6, a multidrug
resistance genomic island of
Salmonella enterica serovar
Typhimurium, increases resistance to
extended-spectrum cephalosporins
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