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The pathogenesis of acute myeloid leukemia due to the CAP1 gene mutation.
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We screened for CAP1 mutations on 200 initial presentation cases and 30 relapsed
cases with acute myeloid leukemia (AML). In initial presentation subject samples, mutations were observed
in one case (missense mutation), and in relapsed subject samples, mutations were observed in 3 cases
(Nonsence mutation lcase, micro-insertion 2cases).We analyzed a function of the CAP1 mutation in vitro.
In wild type, localization varied from cytoplasm to mitochondria by apoptotic instruction, but mutant
type did not move from cytoplasm. It was found that wild/mutant type(1:1) did not induce the apoptosis
that was lower than half as compared with wild type. Also mutant type did not induce the apoptosis that
was lower than 1/5 as compared with wild type.
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