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We started our project to identfy specific cancer stem cell markers for diagnosis.
ES cell markers and phenotypic markers of cancer proliferation are used to identify CSCs. We already have
reported that PRDM14 expression is enhanced in clinical BC cases. We also show that KLF2 repression has a
n important role in EZH2 oncogenesis in breast and prostate cancers. PRDM14 and KLF2 are known to be impor
tant_for ES cells maintainance. Accoding to our planning, we collected sphere-forming cells or SP fraction
s using a cell sorter in order to obtain cancer cells with stemness phenotypes from clinical cancer tissue
s. After that, we applied samples from those cells and normal control cells for a next generation sequence
r to obtain the candidate genes. We could obtain several candidate genes for specific cancer stem cell mar
kers and already have finished functional analysis for them. Now, we proceed to analyse clinical breast an
d pancreatic cancer tissues for specific cancer stem cell markers.
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