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Enrichment of low abundant proteome in plasma

Ishihama, Yasushi
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We aimed to develop a novel method to enrich low abundant proteins, in which targe
t proteins are labeled with phosphate by in vitro phosphorylation reaction using selected spiked kinases,
followed by phosphopeptide enrichment, for apleing to plasma/serum proteome analysis. As a result, by com
bining the in vitro phosphorylation by optimal kinase with sample treatment by antibody-based serum deplet
ion column, it becomes possible to identify several cgtokines with very low expression level in plasma, wh
ich have never been reported to identify from plasma by conventional proteomics approaches due to their lo
w abundance. Furthermore, we successfully quantified low abundant phosphorylated proteins in cultured cell
s by this method, which were not possible by the conventional methods.
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