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Developing microRNA research in cardiac failure
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Little is known about microRNA expression in the cardiac tissue of chronic cardiac
pathologies. In this study, we investigated relationship between microRNA expression and cardiac patholog
y in the left ventricular tissue of end-stage cardiac failure patients who completed "bridge to transplant
ation" using mechanical circulatory support and in the right atrial tissue of chronic atrial fibrillation.
As a result, mechanical circulatory supported induced cardiac functional recovery, increase of microvacul
ar number and expression of miR-21 and miR-29b. Furthermore, miR-21 was highly expressed in the atrial tis
sue of atrial fibrillation, compared to that of sinus rhythm and this was significantly correlated with th
e degree of fibrosis in the atrial tissue. These results possibly indicated important role of microRNA exp
ression in the cardiac tissue in the progression of the pathology.
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small non-encoding RNA
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