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Biomarker discovery with wide targeted lipidomic profiling for early detection of
colorectal cancer

lzumi, Yoshihiro
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To improve the quality of life of colorectal cancer patients, it is important to
establish new screening methods for early diagnosis of colorectal cancer. Lipids are fundamental
constituents that structurally and chemically regulate cell membranes, store energy, and can become
precursors to bioactive metabolites. We developed the comprehensive lipids profiling methodology and
performed serum lipidomic analysis using liquid chromatography/tandem mass spectrometry (LC/MSMS). Wide
targeted Ipidomic profiling was not only provide insights into the specific roles of molecular species
for enteritis and colorectal cancer, but also assist in identifying potential biomarkers for colorectal
cancer.
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