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Identification and functional analysis of mTOR downstream molecules using phospho-pr
oteomic technology
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Rapamycin, mTORC1 inhibitor, has drug efficacy of anti-cancer. However, effectors
of mTORC1 kinase are not fully understood. To explore the effecetors of mTORC1, we carried out phosphoprot
eomics analysis and newly identified 30 effectors from the total 20000 phosphopeptides. Next, we analyzed
FOXK1 as a transcription factor activated by mTORC1, and identified mTORC1-FOXK1-CCL2 signaling pathway.
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