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Molecular mechanism of GIST related to malignant behavior

Funasaka, Kohei
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We conducted a research to explore new genes involved in malignant behavior in
GIST. Firstly, mutated or wild type c-kit gene was transfected exogenously to 293T cell line. Extracted
mRNA was subjected to microarray analysis in order to compare with the influence of each kit gene. More
than 1000 genes had significantly changed by exogenous c-kit. 11 genes were dramatically up or down
regulated more than ten times. Their expressions were evaluated in actual GIST sample. However, there
were no genes related to malignancy. From this result, we next analyzed clinical GIST samples which are
classified to _benign or malignancy by using a microarray. Then nine genes had significantly increased
their expressions 1n malignant group. New candidate genes which are related to malignant features will be
found by analyzing in actual many kinds of GIST samples.
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HES5 15.22
ANKRD36BP2 13.84
HMBOX1 1299
GPR182 12.33
CDB6 12.09
PRICKLE4 1182
SMCRT7L 10.35
LRRC2 10.15
MYBL1 26.22
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