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Integrated Analysis of microRNA and mRNA Gene Expression Profiling for
Non-syndromic Acute Type A Aortic Dissection
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We performed an integrated gene expression profiling for miRNA and mRNA to
identify key molecules driving dissection development. Total RNA including miRNA was isolated from the
ascending aorta in patients with acute aortic dissection (AAD) (n:6g and transplant donors
(n=5). Comprehensive gene expression analysis was performed using both mRNA and miRNA microarray. Of
up/down-regulated mRNA, mRNAs whose gene-expression was regulated by up/down-regulated miRNAs were
estimated bioinformatically. 92 miRNAs (6.7%, 92/1368) and 1,669 genes (3.9%, 1,669/42,545) were
up/down-regulated in the AAD group. Of the 1,669 genes, 138 (8.3%, 138/1,669) were regulated by the
up/down-regulated miRNAs. Pathway analysis revealed genes involved in TGF signaling (TGFB1, BAMBI), MMP
(TIMP), and JAK2 (JAK2) were included in the target genes. qRT-PCR confirmed these genes were
up/down-regulated in the AAD group. Our results suggested chronic inflammation might be associated with

the disease development.
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