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IRES-dependent translational mechanism regulating tissue-specific replication of pol
iovirus
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Poliovirus (PV) infection occurs as a result of destruction of motor neurons in th
e central nervous system (CNS). The aim of this study is to elucidate the fundamental process of IRES-depe
ndent translational initiation involved in PV tissue tropism, through the identification and functional an
alysis of the host factors that regulate PV IRES (internal ribosome entry sites)-dependent translational i
nitiation. In this study, we identified some host factor candidates that are specifically expressing and a
cting in nerve cells, utilizing biochemical/analytical chemical screening systems. This study is valuable
t? reveal the molecular basis of acquiring the CNS-specificity of PV infection through IRES-dependent tran
slation.
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