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During our studies we obtained solid evidence that specific arms of the adaptive
immune system play critical roles in controlling the structures of commensal bacteria in the gut. We
found that Foxp3+T cells facilitate the diversification of bacteria responsible for immune homeostasis
particularly species belonging to Firmicutes. We revealed that such control of indigenous bacteria by

Foxp3+ T cells_involved regulatory functions consisting of suppression of inflammation and regulation of
IgA selection in Peyer"s patches. We found that diversified and selected IgAs repertoires regulated by

Foxp3+ T cells are moderately coating a Iar?Q diversity of bacteria species thus contributing to their
maintenance in the gut. In contrast, IgAs elicited in the absence of T cells abundantly coat bacterial

species leading to their elimination rather than retention. Our results mark a paradigm shift in our
understanding of immune-bacteria symbiosis in the gut (Kawamoto et al, Immunity 2014).
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During our studies we obtained solid
evidence that specific arms of the
adaptive immune system play critical roles
in controlling the growth and distribution
of commensal bacterial species in the gut.

We found that Foxp3+T cells facilitate the
diversification of bacterial species
responsible for immune homeostasis
particularly  species belonging to
Firmicutes. We revealed that such control
of indigenous bacteria by Foxp3+ T cells
involved regulatory functions both
outside and inside germinal centers,
consisting of suppression of inflammation
and regulation of 1gA selection in Peyer-®s
patches, respectively. We found that
diversified and selected IgAs repertoires
regulated by Foxp3+ T cells are moderately
coating a large diversity of bacteria
species thus contributing to their
maintenance in the gut. In contrast, IgAs
elicited in the absence of T cells (natural
1gA) abundantly coat bacterial species
leading to their elimination rather than
retention. Our results mark a paradigm
shift in our understanding of
immune-bacteria symbiosis in the gut. Main
publication: Kawamoto et al, Immunity
2014.
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