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KSRP miRNA

Pharmacological potential of curcumin analog targeting KSRP, a regulator of miRNA

Shibata, Hiroyuki
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Effects on mRNA and miRNA by curcumin analogs, GO-Y030 and GO-Y078, were
examined. BCL-2, c-Myc and p53 were included in the affected transcripts by GO-Y030 among 41,058
transcripts in colorectal cancer cell line. Amon? 2,669 species of miRNAs in colorectal cancer cell line,
28 species and 11 species of miRNAs were up-regulated by GO-Y030 and GO-Y078, respectively. In
endothelial cells, 470 species of mRNAs were up-regulated and 243 species were down-regulated. As for
miRNA, has-miR-19b-3p was up-regulated in endothelial cells by GO-Y030, and 5 species of miRNAs were
down-regulated by GO-Y078. KSRP contribution to the regulation of mRNA or miRNA expression was not
elucidated at this present.
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