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Six out of seven SF3b subunits in Sf3b were duplicated in Arabidopsis thaliana.
Through attempts to analyze the function of each subunit, SAP130A and B, SAP14bA and B were found to be
both essential for pollen development. On the other hand, SAP49A and B were found to be essential for
embryogenesis. This lead us to hypothesize that, different subunits contribute to determining preferences
for different sets of target genes. In addition, we discovered that csnl partial complementary plants
display pollen deformity very similar to that of SAP130 RNAi plants, This suggests a common molecular
mechanism coordinately governed by CSN1 and SAP130, to regulate genes involved in pollen development.
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