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Molecular evolutionary study on a novel pheromone receptor gene common in most
vertebrates from fish to mammals
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We recently found one pheromone receptor gene, which is common in most
vertebrates (named it ancV1R). To understand the evolutionary origin and the contribution of ancViR
receptor in reproductive behavior of vertebrates, we analyzed this receptor gene from several aspects.
First, mRNA of ancV1R gene was shown to be expressed in the entire region of the vomeronasal organ.
Furthermore, the pseudonization of ancV1R gene was apparently correlated with the degeneration of
vomeronasal organ in most cases we investigated. The above results imply that the ancViR has the central
role in pheromone detection through vomeronasal sensory neurons. We also succeeded in the expression of
ancVIR in cultured cell and in the construction of ancV1R-knock-out mice. These experimental systems will
be used for the future functional elucidation.
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