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Analysis of tail adsorbed protein of Clostridium botulinum types C and D
neurotoxin-converting phage and its host bacterial receptors
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Because Clostridium botulinum types C and D produce botulinum neurotoxin, causing
serious symptom botulism, they are recognized as severe pathogen you should prevent spreading in food and
animal industries. The botulinum neurotoxin genes are coded on the prophage genomes, and so inhibition of
lateral gene transfer mediated by bacteriophage (phage) can be one of the preventions for the disease.
Thus, we investigated the adsorption mechanism of C. botulinum type C neurotoxin-converting phage, phage
c-st on the genetic point. Based on the comparative genomics and identification of phage virion genes, we
gﬁt ?t g_speculation that several genes associated with phage adsorption. We are in advanced studies of
the findings.
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