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A multiplex system using highly polymorphic INDEL markers in Japanese population
and its forensic application

Nagai, Atsushi
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Using commercial INDEL polymorphism detection kit, I investigated the
polymorphisms in the Japanese population for 30 INDEL markers included in the kit and compared the
result with the data of other racial groups statistically, and | clarified the combined power of
discrimination value of this kit in the Japanese population was lower than that in the Caucasian
populations. Then, | selected 12 INDEL markers on autosome, which were highly polymorphic in the
Japanese population and examined the multiplex INDEL polymorphism detection method using these
markers. In addition, about INDEL-STR which 1 found in the process that selected the INDEL markers,
I clarified the repeat number of the variable repeat block of STR are strongly associated with the
INDEL polymorphism in the flanking region of STR.
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