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Application of HRM analysis to multiplex genotyping of useful SNPs for forensic
investigations
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This study was performed to application of HRM analysis to genotyping of useful
SNP for forensic investigations. We developed the procedure to determining the genotypes of c.C1423T of
the ADAMTS13 %ene by HRM analysis. And we have established a multiplex genotyping method for c.G261del
and ¢.G803C of the ABO gene in a single reaction. The HRM analysis to genotyping of useful SNP for
forensic investigations is an accurate and conventional method.
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