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Regulation of aged liver regenerative disorder focused of epigenetic changes
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Mechanism of the decreased regenerative capacity of aged liver after hepatectemy
and its regulation focused on epigenetic changes were elucidated in this study. In aged liver, the
down-regulated of cell cycle and up -regulated of apoptosis-related genes during liver regeneration after
hepatectomy were demonstrated. Also the epigenetic regulation with HDAC inhibitor up-regulated cell cycle

related genes and differentiation related genes, after hepatectomy resulted in increase of liver
regeneration and decrease of liver injury.
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Senescence-related genes may be responsible for poor liver
regeneration after hepatectomy in elderly patients.
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Liver regeneration was impaired in aged patients.
(Zhu C, Morine Y, Shimada M. et al. J Gastroenterol Hepatol. 2013)

Senescence-related genes may be responsible for poor liver
regeneration after hepatectomy in elderly patients.
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p16 expression in the elderly was higher and correlated with liver regenaration.
(Zhu C, Morine Y, Shimada M. et al. J Gastroenterol Hepatol. 2013)
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Aged liver regeneration
- 70% hepatectomy model -
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Role of epigenetic regulation
- 70% hepatectomy model -
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Role of epigenetic regulation
- 70% hepatectomy model -
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