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Function of Ecotropic Viral Integration Site 1 (EVI1) gene in neural precurser
cells and human glioma cells
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Ecotropic viral integration site 1 (EVI1) gene encodes a transcription factor,
containing ten zinc finger motifs. Abnormal expression of EVI1 is found in 5-10% of patients with acute
myeloid leukemia, and is also associated with poor outcome of patients with glioblastoma and ependymoma.
EVI1 maintains the self-renewal capacity of hematopoietic stem cell. However, it is unclear how EVI1 acts
in normal brain development and in brain tumor development.

In this study we found that EVI1 (-/-) neural precursor cells (NPCs) differentiated to neuron and glial
cells earlier than wild type. Notch signals were altered in EVI1(-/-) NPCs. In glioblastoma, we found
that EVI1 transcriptionally regulates the EGFR gene expression. Because EGF signaling in glioma

initiating cells (GICs) is necessary to maintain the stemness, EVI1 has a pivotal role to maintain the
GICs through EGFR gene expression.
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