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Generation of ES cells to meseare DNA repair activity with reporter genes
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In order to investigate radiosensitivity in children, we generated the system in
ES cells to measure the activity of homologous recombination (HR) repair or non-homologous endjoining
(NHEJ) repair. We introduce a specific site of genomic DNA to HR or NHEJ reporter construct. As a result,
we got several ES cell lines, which could express NHEJ after generation of DNA double-strand break and
possess differentiation potency.
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