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Study of the movement of damaged DNA
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i In this study, we examined the movement of damaged DNA. For this purpose, we have
established a method to induce DNA damage at a specific DNA sites and to visualize the region by FISH

technique. We are now analyzing the numerous images obtained by these experiments. i
We also found that over-expressed DNA repair protein RAD51 is accumulated at bundle like nuclear

compartments. Immunofluorescence analysis revealed that RPA, a single strand binding protein, moved into
the bundle like nuclear zone after induction of DNA damage. We are now preparing a manuscript including

these new findings obtained by this project.
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