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Molecular bases and the counteracting strategy for the detrimental phenotype of
Max-null ES cells
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We have previously demonstrated that homozygous knockout of Max gene encoding
indispensable partner protein for MYC family protein in ES cells leads to loss of pluripotent properties
and extensive cell death. Furthermore, we have also demonstrated that such detrimental phenotypes of
Max-null ES cells can be eased by the forced expression of Nanog encoding one of pluripotency marker
proteins. In this research project, we have uncovered a part of the molecular mechanisms underscoring the
phenotypes associated with ablation of Max expression in ES cells and the rescue effect attained by Nanog

overexpression on Max-null ES cells.
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