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Development of a rapid diagnostic system for flavivirus infections focussing on the
functional domains of non-structural proteins.
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Mosquitoe-borne flavivirus infections such as dengue fever, West Nile fever, and
yellow fever etc. exhibit clinically similar symptoms. Besides, they are sometimes serologically
cross-reactive, Therefore, it was very difficult to diagnose them only by conventinal immunological
tests. This study aimed at developing a rapid diagnostic system by a single universal genetic test. By
scrutinizing the whole viral genomic sequences on database, we have found that part of their viral
non-structural NS5 genes coding a methyltransferase and an RNA polymerase essential for viral replication
would be able to differentiate the respective flavivirus species and that actually the RT-PCR by use of a
set of universal primers on the concerned NS5 region clearly can tell at least 4 different serotypes of
dengue viruses.
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