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When we detect nucleic acids of enteric pathogens from diarrheal stool normal gut
microbiota, a dominant in fecal DNA pools, masks the low abundance of pathogens. To solve this problem we
employed lgA-coated bacterial sorting technologies. First, we examined that IgA-coated cells were
separated by a cell sorter from healthy human stool. DNA was extracted from sorting fraction. However,
undetectable level DNA by PCR was obtained from low sorted cell count with our equipment. Because it was
difficult to find other optimal conditions, | tried magnetic beads-based separation against IgA. Analysis
of 16S rDNA deep sequencing using beads bound showed that no any significant differences was revealed
between total and IgA-positive fractions despite the direct observation of IgA-positive bacteria by
fluorescent microscopy.

We proposed that IgA-targeted separation should be carefully validated using microscopy although that
technique has been published as successful experiences.
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