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Expansion of the central carbon metabolism in Saccharomyces cerevisiae
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The central carbon metabolism in baker®s yeast, Saccharomyces cerevisiae, was
expanded by introducing metabolic pathways of other microorganisms to improve a capability of the yeast
metabolism for more efficient bioproduction of useful chemicals. The metabolically engineered S.
cerevisiae strains expressing bacterial Entner-Doudrouf and phosphoenolpyruvate carboxylase pathways were
constructed whose functions were confirmed by the labeling experiment and isobutanol fermentaion test.
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